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4 <110> APPLICANT: Clark, Georgina Jane 

5 Hart, Derek Nigel Jo 

7 <120> TITLE OF INVENTION: THERAPEUTIC AND DIAGNOSTIC AGENTS 
10 <130> FILE REFERENCE: DAVI257 . 00 1APC 

12 <140> CURRENT APPLICATION NUMBER: US 10/536,677 

13 <141> CURRENT FILING DATE: 2005-05-27 

15 <150> PRIOR APPLICATION NUMBER: PCT/AU2003/001586 

16 <151> PRIOR FILING DATE: 2003-11-28 

18 <150> PRIOR APPLICATION NUMBER: AU 2002952993 

19 <151> PRIOR FILING DATE: 2002-11-29 
22 <160> NUMBER OF SEQ ID NOS : 28 

25 <170> SOFTWARE: Patentln version 3.1 

28 <210> SEQ ID NO: 1 

30 <211> LENGTH: 1151 

32 <212> TYPE: DNA 

34 <213> ORGANISM: Homo sapiens 

3 7 <4 00> SEQUENCE: 1 

38 ctctaaaggc cactagcacc catcccagag ctgtcagcac cggcctcagc ccaggcggct 
40 ctctccctga gcttcctgta gccctgaccc tctccagcct cagacctgag acagggctgg 
42 acaaggaagc agagagcaga agaaaagcag aagcgaagct cagatctgct gggaggaaga 
44 ttacattttg tcccctcctg gggtcttgca cagtggcagg tgacattcgt gttacaggaa 
46 tgactgccag ggcctgggcc tcgtggcggt cttcagctct gctcctcctg cttgtcccag 
48 gctattttcc tctgagccac cccatgaccg tggcgggccc cgtgggggga tccctgagtg 
50 tgcagtgtcg ctatgagaag gaacacagga ccctcaacaa attctggtgc agaccaccac 
52 agattctccg atgtgacaag attgtggaga ccaaagggtc agcagggaaa aggaatggcc 
54 gagtgtccat cagggacagt cctgcaaacc tcagcttcac agtgaccctg gagaatctca 
56 cagaggagga cgcaggcacc tactggtgtg gggtggatac accgtggctc cgagactttc 
58 atgatcccat tgtcgaggtt gaggtgtccg tgttcccggc cgggacgacc acagcctcca 
60 gcccccagag ctccatgggc acctcaggtc ctcccacgaa gctgcccgtg cacacctggc 
62 ccagcgtgac cagaaaggac agccccgaac ccagcccaca ccctggctcc ctgttcagca 
64 atgtccgctt cctgctcctg gtcctcttgg agctgcccct gctcctgagc atgctgggtg 
66 ccgtcctctg ggtgaacaga cctcagagaa gctctagaag caggcagaat tggcccaagg 
68 gtgagaacca gtagcatctg ctgtccatca aggccctgtg ctgcaacaga gcccctctgg 
70 ggactggaat gacctcctga ccatcaaggc ctgcaacaga gcccctctgg gggactggaa 1 
72 tgacctcctg accactccct cccgggctgc tctctccaac atctcctgga atcctttgtg 1 
74 agcctccttc agccttttcc ctgtgcccga tccaacatgt gacacatgag gactttagag 1 
76 cacaatggat c 1 
79 <210> SEQ ID NO: 2 
81 <211> LENGTH: 224 
83 <212> TYPE: PRT 
85 <213> ORGANISM: Homo sapiens 
88 <400> SEQUENCE: 2 

90 Met Thr Ala Arg Ala Trp Ala Ser Trp Arg Ser Ser Ala Leu Leu Leu 
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91 1 5 10 15 

94 Leu Leu Val Pro Gly Tyr Phe Pro Leu Ser His Pro Met Thr Val Ala 

95 20 25 30 

98 Gly Pro Val Gly Gly Ser Leu Ser Val Gin Cys Arg Tyr Glu Lys Glu 
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146 


<210> SEQ ID NO 


: 3 
























148 


<211> LENGTH: 1560 
























150 


<212> TYPE: 


DNA 


























152 


<213> ORGANISM: 


Homo sapiens 


















155 


<400> SI 


2QUE* 


JCE: 


3 

























156 ggaggagctg ggactctggc ttgtgttttc caggatgttt tgetctgage 

158 ccgtggcggg ccccgtgggg ggatccctga gtgtgcagtg tccctatgag 

160 ggaccctcaa caaatactgg tgcagaccac cacagatttt cctatgtgac 

162 agaccaaagg gtcagcagga aaaaggaacg gccgagtgtc catcagggac 

164 acctcagctt cacagtgacc ctggagaatc tcacagagga ggatgeagge 

166 gtggggtgga tacaccgtgg ctccgagact ttcatgatcc cgttgtcgag 

168 ccgtgttccc ggcatcaacg tcaatgacac ctgeaagtat cactgcggcc 

170 caatcacaac tgcatttcca cctgtatcat ccactaccct gtttgcagtg 

172 acagtgccag catccaggag gaaactgagg aggtggtgaa ctcacagctc 

174 tctccctgct ggcattgttg ctgcttctgt tggtgggggc ctccctgcta 

176 tgtttcagaa atggatcaaa gctggtgacc attcagagct gtcccagaac 

178 ctgccacgca gagtgagctg cactacgcaa atctggagct gctgatgtgg 

180 aaaagecage accaccaagg gaggtggagg tggaatacag cactgtggcc 

182 aagaacttca ctatgcctcg gtggtgtttg attctaacac caacaggata 

184 ggcctcggga ggaggaacca gattcagatt acagtgtgat aaggaagaca 

186 tcctgcctcg ccatcggagc tctcatgggc cccaggaagt ccagggacag 

188 cctggcccac gtccttctca gcctgccctc gacaacagtg accaacagac 



aaatgcagga 60 

aaggaacaca 12 0 

aagattgtgg 180 

agtcctgcaa 240 

acctactggt 300 

gttgaggtgt 360 

aagacctcaa 420 

ggtgccaccc 480 

ccgctgctcc 540 

gcctggagga 600 

cccaagcagg 660 

cctctgcagg 720 

tcccccaggg 780 

getgetcaga 840 

taggcttttg 900 

ctcccttata 960 

aggcagctgg 1020 
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289 275 280 285 

2 92 Glu Glu Pro Asp Ser Asp Tyr Ser Val lie Arg Lys Thr 

293 290 295 300 

296 <210> SEQ ID NO: 5 

298 <211> LENGTH: 674 

300 <212> TYPE: DNA 

302 <213> ORGANISM : Homo sapiens 

305 <400> SEQUENCE: 5 

306 ttggattcca gctgggacct agatttgctg aggacgga 
308 ggctgctccc agctctactc cttctctgcc tctcaggc 
310 gctctgtgac tggcactgcg ggggactctc tgacagtg 
312 acaagggata taacaagtac tggtgccgag gacagtac 
314 tggagaccaa gggagaagag aaggtggaga ggaatggc 
316 cggaggctct cgccttcact gtgaccatgc agaacctc 
318 actggtgcaa aattcagaca gtgtgggtcc tggattca 
320 tggttagggt gtatgtttcc ccagcaatta caacccca 
322 cacctcccat cttcctggtg gtgaaccctg ggcgaaac 
324 cccaaaattc agggttccgg ctcagcagcc ctcacttc 
326 tgcccctgct cctgagcatg ctgggtgctg ttttctgg 
328 ctcctggaag atag 
332 <210> SEQ ID NO: 6 
334 <211> LENGTH: 205 
336 <212> TYPE: PRT 
338 <213> ORGANISM: Homo sapiens 
341 <400> SEQUENCE: 6 
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395 <210> SEQ ID NO: 7 

397 <211> LENGTH: 510 

399 <212> TYPE: DNA 

401 <213> ORGANISM: Homo sapiens 

404 <400> SEQUENCE: 7 

405 atgtggctgt ccccagctct gctgcttctc atcctcccag gttactccat tgccgctaaa 
407 atcactggtc caacaacagt gaatggctcg gagcagggct cattgactgt gcagtgtgct 
409 tatggctcag gctgggagac ctacttgaag tggcggtgtc aaggagctga ttggaattac 
411 tgtaacatcc ttgttaaaac aaatggatca gagcaggagg taaagaagaa tcgagtttcc 
413 atcagggaca atcagaaaaa ccacgtgttc accgtgacca tggagaatct caaaagagat 
415 gatgctgaca gttattggtg tgggactgag agacctggaa ttgatcttgg ggtcaaagtt 
417 caagtgacca ttaacccagc tcagtgcctg agtctgttgc ccacagatga cagggtgatg 
419 gttccagttt cagcccacag gccaaaggga cccccttccc tggtaaccag agaccccaat 
421 ccctgccagt gccttcttgg aacttcttta 

424 <210> SEQ ID NO: 8 

426 <211> LENGTH: 174 

428 <212> TYPE: PRT 

430 <213> ORGANISM: Homo sapiens 

433 <400> SEQUENCE: 8 
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476 165 170 

479 <210> SEQ ID NO: 9 

481 <211> LENGTH: 1026 

483 <212> TYPE: DNA 

485 <213> ORGANISM: Homo sapiens 

488 <400> SEQUENCE: 9 

489 ccacgcgtcc gctccggtac tctccaccag ctttgagaac ccaaacccca gaagaggcca 



60 
120 
180 
240 
300 
360 
420 
480 
510 
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